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(1/8 inch x 5 foot stainless steel column packed with Poropac Q at 140 ° C and 170 ° C oven tem-
peratures) was used to determine if methanol, ethanol, acetone, 2-propanol, and 1-propanol 
were produced both in the rot pockets and by the isolates (grown in 0.5% glucose fermenta-
tion broth for 3-4 days). 

Forty-six isolates representing 9 genera, 13 species, and 3 unknowns were obtained from 
the 5 samples of necrotic cactus (Table 1). The majority are in the family Enterobacteria-
ceae and are true phytobacteria. Yersinia enterocolitica, Escherichia coli, and Kiebsiella 
ozaenae are not true phytobacteria. Klebsiella pneumoniae, previously associated only with 
inflammations of the respiratory tract, has recently been found in the heartwood and sap-
wood of living redwood trees (Bagley et al. 1978). Enterobacter aerogenes, E. cloacae, and 
Erwinia carnegieana are the only species from our study that were isolated from saguaro and 
cardon by Graf (1965). 

Of the volatiles tested, only ethanol was produced in detectable quantities by the bac-
terial isolates. This corroborates White and Starr (1971) who found that 65 of 71 strains 
of Enterobacteriaceae produced ethanol. The cacti contained not only ethanol but also the 
other four volatiles as well. 

Three conclusions can be made. First, the diversity of genera is high when compared 
with the yeasts which are represented by only four genera (Starmer et al. 1976) in the cactus 
substrates. Given the small sample size of five reported here, this is a minimum estimate 
of the diversity. Secondly, there is less similarity within than among substrates, i.e., 
the two agria samples have no species in common but share three species with saguaro and 
organ pipe, and the two organ pipe samples have only one species in common and share five 
species with saguaro and agria. Thirdly, the facultative anaerobes contribute only to the 
ethanol content. Alcohols are also produced by bacteria (i.e., obligate anaerobes) not iso-
lated in this study (unpublished data). This investigation is a first approximation of the 
facultative anaerobes and suggests a much higher diversity of these bacteria than yeasts. 
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Genetics and Ecology: The Interface), P.R. Brussard (ed.), Springer-Verlag (in press); 
Lieghtle, P.E., E.T. Standring and J.G. Brown 1942, Phytopath. 32:303-313; Stariner, W.T., 
W.B. Heed, N. Miranda, M.W. Miller and H.J. Phaff 1976, Microb. Ecology 3:11-30; White, 
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Zacharopoulou, A., G. Yannopoulos and 	For localizing cytologically the "cn" locus 
N. Stamatis. University of Patras, 	 we have used the deficiencies induced by a 
Patras, Greece. Cytological localiza- 	wild lethal chromosome II (Symbol 23.5). The 
tion of the "cn" (cinnabar) locus in 	previously mentioned chromosome was isolated 
D. melanogaster. 	 from a female captured in 1978 from the same 

natural population of Southern Greece (Pelo- 
ponesse-Patras) where the male recombination 

factor 31.1 MRF was found by Yannopoulos and Pelecanos (1977). Wherever heterozygous Fl 
23.5/dp b cn bw sons of the cross 	dp b cn bw; ye x 23.5/CyL4 do were individually mated 
with dp b cn bw; ye virgin females, high frequencies of cn individuals were observed, some-
times reaching up to 2.50%. Moreover, the 23.5 chromosome was found to induce sterility, 
male recombination, etc. (Stamatis, in preparation). Ten cn individuals derived from dif-
ferent F1 23.5/dp b cn bw males were separately mated with dp b cn bw; ye virgin females. 
Salivary chromosomes from third instar larvae were then examined for deficiencies. Eight 
out of the ten males tested have shown detectable deficiencies in the 2R chromosome, namely: 
(1) Df(2R)43C;44C, (2) Df(2R)42E;43F, (3) Df(2R)43D;44A, (4) Df(2R)43B;44D, (5) Df(2R)43C; 
44C, (6) Df(2R)42E;44A, (7) Df(2R)43D;43E, (8) Df(2R)43E. The breakpoints were recognized 
on the basis of photograpic maps of Lefevre (1976). 

An approximate estimation of the distribution of the breakpoints on the chromosome is 
presented in Fig. 1. The figure shows that all eight deficiencies include the region 43E3-
E14. This finding strongly suggests that the "cn" locus is located in this region. 

References: Lefevre, G., Jr., 1976, in The Genetics and Biology of Drosophila la (A. 
Ashburner and E. Novitski, eds.); Yannopoulos, G. and N. Pelecanos 1977, Genetical Research 
(Cambridge), 29:231-238. 
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Zouros, E. Dalhousie University, Halifax, 	The sibling species D. arizonensis and D. moja- 
Nova Scotia, Canada. An autosome-Y chro- 	vensis can be crossed and produce hybrids which, 
mosome combination that causes sterility 	with the exception of males from the cross 
in D. mojavensis x D. arizonensis hybrids. 	arizonensis x cf  mojavensis, are fertile. The 

two species show partial ethological isolation. 
To study the chromosomal basis of this isola- 

tion I established two stocks of arizonensis and two socks of mojavensis each of which was 
homozygous for an electrophoretic marker at each of the four autosomes (no marker was available 
for the fifth dot-like autosome). The arizonensis markers had different electrophoretic mo-
bilities than the mojavensis markers. The loci-markers are: ODH, ADH, PGM, and Amy. These 
four loci reside each at a different autosome. Using inversions as markers it was found that 
ODH is on chromosome II (chromosome designation of Wasserman 1962), and ADH is on chromosome 
III. PGM is either on chromosome IV, in which case Amy is on V, or on V, in which case Amy 
is on IV. The fact that the two species bear no cytological differences at these two chromo-
somes makes it impossible to distinguish between the two possibilities. 

F1 males from the cross 
Table 1. Combinations of autosomes that snow no sperm 	mojavensis x 1 arizonensis were 
motility of Ya/Xm flies. 	 backcrossed to females mojavensis 

and the sperm motility of the re- 
Chromosome combination 	Sperm motile Sperm immotile 	suiting males was examined. It 

IIm/rn 	hIm/rn PGMm/m 	0 	 7 

	

was found that half the males 
 

urn/rn IIIm/m PGMm/a 	3 	 0 	
had iinmo 1 e sperm and that this 

urn/rn 	lila/rn 	PGMni/rn 	0 	 3 
phenomenon has a single chromo- 

urn/rn 	lila/rn PGMa/m 	6 	 0 	
somal basis. In Table 1 the 

IIa/m lila/rn PGNin/m 	 0 	 2 	
chromosomal constitution of 24 
males is shown together with 

ha/rn lIla/rn PCMa/m 	3 	 0 	 the information about sperm mo- 
tility. These males were not 

scored for Amy, so information about one autosome is missing. With regard to sex chromosomes 
all males were Ya/Xm  (a = arizonensis origin, m = mojavensis origin). It is seen that PGMa/m 
males have motile sperm, whereas PGMrn/m males have iinrnotile sperm. Subsequent crosses have 
shown that this phenomenon is strain-independent. To establish that presence or absence of 
sperm motility in Ya/Xm males depends solely on the PGM-marked autosome, I derived a line 
through repeated backcrosses to mojavensis females in which all autosomes were m/m, except 
the PGM-marked autosomes for which males were either rn/rn or rn/a. Of these, those of the 
first type had immotile sperm, those of the second type had motile sperm. 

The observation is of some interest because it points to an interaction between an auto-
some and the Y chromosome: when the Y is of arizonensis origin then at least one PGM-autosorne 
of arizonensis origin is required for sperm motility. It may be coincidental that the auto- 


